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INTRODUCTION 
Obesity is a nutritional disorder in which an excess of body weight gain 
is evidenced. According to Mustillo et al (2003), the high worldwide 
prevalence of this epidemic is alarming, given that different age groups 
are affected.

The studies by Ventura et al (2009), describe that intestinal microbiota 
is considered an ecosystem formed by a rich diversity of 
microorganisms, essential for the proper functioning of the human 
organism.

According to Tanaka et al (2009), the intestinal microbiota is acquired 
in each individual during the postnatal period, being made up of a wide 
range of bacteria, which assist in the absorption of nutrients.

Another form of acquisition is the mother's natural milk, which is a 
relevant source of microorganisms that participate in the composition 
of the babies' intestinal microbiota.

Study by Wang et al (2016), highlight that more than 100 million 
microorganisms participate in the formation of this microbiome.

According to Ludwig et al (1999), among the determining factors for 
the high prevalence of obesity, fatty and hypercaloric food stands out, 
through the intake of mainly processed foods.

Because of the relevance of obesity and the associated factors, the 
hypothesis that the composition of the intestinal microbiota interferes 
with the progression of obesity has recently been raised.

METHODOLOGY 
The research was bibliographic using databases from Google Scholar, 
Scielo, Science Direct, Capes and PubMed Journals, from the years 
2013 to 2018.

General search terms, such as "intestinal microbiota", "obesity" and 
"intestinal microbiota and obesity" were used.

RESULTS
The total number of publications found in the databases searched for 
the period between 2013 and 2018: For the research descriptor 
“intestinal microbiota”, 82400 papers; for obesity, the research 
resulted in 21,100 publications; while for “intestinal microbiota and 
obesity” 3110 publications were found.

Considering the high prevalence rates of obesity in the contemporary 
world population, the understanding of factors related to its cause and 
progression are of great value, as they allow and identication of 
strategies and measures that can be taken for both effective prevention 
and early treatment. 

Factor 1: Individual habits contribute to a differential composition of 
the intestinal microbiota. The World Health Organization recommends 
regular physical activity. According to Galle et al (2019), considering 
that most obese individuals are sedentary, the lack of physical activity 
also inuences the composition of the intestinal microbiota.

Factor 2: According to Jbilo (2005), studies point out that genetic and 
environmental factors comprise the causes of obesity, in which 
physiological and metabolic disorders are observed in the affected 
individual's body. The bodily mechanisms that control the balance 
between food intake and energy expenditure are deregulated, affecting 
and altering intestinal cells.

Factor 3: The functions of the intestinal microbiota, highlighting the 
control of digestion and absorption of nutrients and the secretion of 
substances responsible for transmitting information to the immune, 
vascular and nervous systems of the mucosa.

CONCLUSIONS
The study found that the composition of the intestinal microbiota is 
related to a higher prevalence of obesity.

Genetic, psychosocial and environmental factors are also determining 
factors for a greater predisposition to obesity in the world population, 
including the Brazilian population.

Understanding the factors related to the differential composition of the 
intestinal microbiota in obese individuals is of great value, 
encouraging further studies on the subject, since a better quality of life 
for affected individuals is desirable.
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Obesity is a disease that affects millions of people. Day after day science can nd answers that demonstrate how this 
disease manages to evolve. The objective of this research is to analyze the current scenario involved in the high prevalence 

of obesity and the factors related to the intestinal microbiota responsible for the increase in obesity rates. The methodology used was the literature 
review. It is concluded that the bacteria that make up the intestinal microbiota are able to modulate the metabolism of intestinal cells, contributing 
to the increase in weight.
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